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#FH Biacore T200 10 M E B S EHEAGRIFEN N KD SE1HFEHIE ka, kdo ARLEILFIF Portein A S F,
BB A, MEBEADIFY, WNEENFEMNSHNNE. BAEEA CM5 + Human Antibody
Capture Kit ( £85: 29234600 ) /Mouse Antibody Capture Kit ( 585 29215281 ) (TR EIRTIIK A,
R BERRshBEITIRN. KNIERMATEME A, 5FE75 150kD, ME B ZFEN 125kD,

i 3
ERFEI: LRANEFARIRZIERE, FESFENLEAm. ZERXEXULRSE, ARAR
ELFEmER. &4 BROBSRELRSH.

SEIR(EANEL. WHRFE

© ASLIWFTAAYHEL: Biacore T200 , HAEMNE, BB N ERRIFIRBHTEE, &

Biacore FFE Ko

S Z %l Protein A 5 F o Protein A Th F 855 29-1275-55 (— %) |, 29-1275-56 (=% ) . TR
79 Cytivao

o #E¥%: 10xHBS-EP+ (#82: BR-1006-69 ) , | Z A Cytivao

* BHEBIR Glycine 1.5 (&85 : BR-1003-54), (BRI AMA " HRIEES LAREEMNIES)

« EBFK (022um BIiE, EHKNEESZIES, ILHFHRXIREEER) -

« TE15mIEPE (£S: BR-1002-87) , | &KAH Cytivao

FUR A: SRE > 200 pg/mls

© MRB: BRREREAT 1uM, HmFTRAE 200uL LALE, HE >80%.

SERTE

83
FFNIRIE

$TFF Biacore T200 RN KAV JEFF %, Biacore T200 B EA XN FEABEN A TH. FHl
BRBEE (X4XT, BERERIJNEALEE, SEFEEXIRERER, ARLECHNEER
TISEIERNE) , BIETE/E,.

«  $TFF Biacore T200 3% 4| &2 {4( Biacore T200 control software ), iIZ{T B EL B EN R R EILERE.

. HERBTENR. 2B 50mL 10 x HBS-EP+ buffer. 450mL XEF/K ( BE& 022 ym [EidiE ) , iBS

EHA 500 mL & iR
REFNGE, BIEER, EFFG.

ErRIME
© BELEHFAIE R RN Biacore T200 RAZLMAYER L.

© BEMRHEREAGIERE LHBEERE) BAZE N RARE. AR =RiHRE (B.CF D) T &5,

3




+ B 2L NRRMMET BiacoreT200 RAAMBIER £, FHiT LEBNEF.

+ BY500mL EEFKEA S0OmL RS, HMEAAMERE L, FISIRE water RENEFBAMRSE,
BT Ek#ERE .

SR BIME

- AETESTN & KR Tools 38 FAY Insert Chip ¥R, FTFEHABITo

- MREZBECHRECHER, REITAEKZFH 12 $HERI%$E Tools SZER A Eject Chip iEIR. (&
ShEHRRETH, WSEERT )

Biacore T200

A E This will eject the sensor chip

Hep | | Ejectchip || cCancel |

« WMRFERANEHCH, 1 New Chipo 7E Chip Type BI T3 8 I EXS R A9E F#F2E ( SEIR A
Protein A ) , 1 Chip Id FIEEAFIE FHEXEAISLIRIEE, Chip lot No. Fa[EEANGHILS (iEE ) .
WMERERERFERIINT H, 1B1%EF Reuse Chip, F1E Chip Id FHIEKEFHKISZBEXNGHER.

Insert Chip = |
@ New chip ) Reuse chip
New chip
Chip type: [Pmlen A -

Chip id: 201116-0436:1545700

Chip lot no: (optional)

[ Dockarw | [ Cancel |

 FEOR, BFN—EH L ERTR ENELEE, BERBRREARE, REEG LTRRETT.




* i Dock Chip #28H, SRENGRABEMENRH (Standby ) K.

* J&$F Tools — Prime #5<, i Starte ZFRSURSHREFXETAMBORBERE, BINIE
RS 6-7 Do HER/E, M Close, RFEBMEANFG (Standby ) K. EE: HRFEFNNKE
BRE MK E, LIEIT Prime #2fF. Prime B EFRSMABDORIBRE, AT —FHILHRMITFES.

ME#RR

* Biacore T200 B =M R B RIF R F{EF: Reagent Rack 1. Reagent Rack 2 ( B A) F1 Sample
and Reagent Rack1 (B B) , WTE.

A: ReagentRack1&2 (Z£1H2) B: Sample and Reagent Rack1

Reagent Rack 1&2 B 96/384 MFLIRECEERA, MRERENFMERE L. BANARSAZR
TE.

Reagent Rack 1&2 #[1 96/384 i FLiIRZZEH

ARELLE AR Sample and Reagent Rack1 ( U mEBEL, TJiEE Reagent Rack 1 or 2, FiRIE
EEHZZEI 96/384 iR ) »

+ RET R LR, 5% Tool — Eject Rack, HmgheI I=BEITHo

c BFEBHGREETHINEEREREZE (I TEFERFHX) , FRAESBRIUEHEE,
ARETLIREHEEF R

A




c BEFRIZAMNESEE, EBESBmM#EF. RABNNOEGRE, BEE LERE. E " Fh-
B, RPEREELLTHENRS.

- BEGROERERBEANTRE, W2 KR A, RBEFRERELLTERUEHIE.

HRIRAIBA LR

* R Eject Rack Tray XIEHEFAY OK, tFmis#WBmMEANFRE, RIIBREEHMEG L. TR &
AT AESBEIERE, 77 60-00 WERITBEMNE L. &/E 15 VI, IEEFRIEH
S ETRALBZEF T WBEARZRTHEERERA, URXEF. JUFHFRIDEGLE,
EHFTFEIA .

HaERE
o BR (A A) IRE: BEHRE 1 xHBS-EP+ ¥ AFEIEE 0.5 yg/mL 3¢ 1 pg/mL, 400 plo

o DY (MEB) IKE: BEMK 1 x HBS-EP+ B AKEEZE 0, 078, 1.56, 3.125, 6.25, 12.5,
25, 50, 100, 200 nM,

HmENigiE

e TEFTFFHY Biacore T200 Control Software BB g1 FF file H9Y Open/New Wizard Templateo

L —Open/New Wizard Template...
Open/Mew Method...




+ 7£ Open/New Wizard Template 97238 B #r#= 8 s AR Kinetics/Affinity [ &5 o

: File View Run Tools Help
i@ EIFTEIFISD A8

» 7T Kinetics/Affinity RE 4, 1§ Flow path i%& 9 2-1 ( 1R EH{BELE flow cell 4, W& 4-3) , Chip
type %1% Protein A, 4Ji% Ligand capture, 5 Nexto

| LIGAND CAPTURE | captue
. .

[ sampe | [ sampe
:
[REGENERATION 1| [V Regeneaton [1_~]
[C] Cany Over
| <Back [ Net> ][ Gose ]




£ Setup REE, Startup JE FAY Solution —#=F1EE HBS-EP+, FF¥& Number of cycles 9 50 =

EE Nexto

[ Kinetics/Affinity - Setup
Condtioning
[J Run condtioning cycle
Solution:
Contact time:
Startup
(4 Run startup cycles

(s) Number of injections: 3

Solution: HBS-EP+ '\

Number of cycles\ 5 ~

Solvent comection
[ Run solvent comection

Repeat after

Help < Back

Number of injections: '8

sample cycles

Next >

1E Kinetics/Affinity-Injection Parameters RE &, 7£ Ligand capture —f=H Ligand J9 A, Contacttime

79 60s, 7£ Sample —=H Contact time J3 120s,

Flow rate J9 30 pl/min, Dissociation time g 300s,

Regeneration Hf solution JJ Glycine 1.5, Contacttime JJ 30s. 25 Nexto

E Kinetics/Affinity - Injection Parameters X

Ligand capture

Ligand: [A ‘

Contact time © Fowrate: (t/min)  Stabiization period: [0 | &)
Sample

Contact time: (s)  Flowrate: (u/min)  Dissociation time: ®

[] Extra wash after injection with:

Regeneration

Solution: [Gyme 15 ‘ [ High viscosty solution

Contact time: (s) Flowrate: @ ({/min)  Stabilization period: E @)

Help < Back Next > Close

1£ Kinetics/Affinity-Sample RE+, BE QSR Sampleid EE#MEBIR, MW(Da) BEHSF =,
—~ Concentration JREIRE, 55— Concentration AERIRE, HmKERRISES (k2
REFETRREE—MEY, S—MEFSEMITE) . TRBREEERENTRE. BERES

WM

@ Kinetics/Affinity - Samples
mpl

b4
]

Sample id ' MW (Da)

X

foncemiat cocertration

pg/ml -

I

HIEHE R G Rl
N~ o

Run order
@ Asentered (O Increasing concentration

i

< Back



= &5 Next i A\ Kinetics/Affinity-System Preparations R H, A&, B =3 Next i N\ Kinetics/
Affinity-Rack Position 5[, & Reagent Rack B{{J Sample and Reagent Rack1 ( ExiRIBH ME S LR
Efh rack 2% 96/384 IR ) , =2 FF Menu f5i% Automatic Positioning, Vial siza EIU%EFE Medium, &
EEFERHER, pooling EINIERE yes, =& OKo

[E Kinetics/Affinity - Rack Positions O X

[ Sample and Reagent Rack 1

O OO0 QO Riot

Sample 1
Conc (nM)

R1D2 128 B sample 1039
O O,,. O R1D3 1288 sample 0.78
R1D4 1288 Sample 156
O O O R1DS 236 8 Sample 3.125
R1D& 128:B Sample 1625 H H
O O O R1D7 1288 sample 125
.O O OSO O R1D8 128 B Sample 25 i
R1D9 1288 Sample 50
W) () OEO OO R1D10 128 B Sample 100
R1D1L 560: HBS-EP+ Startup
SO O O R1D12 A96:A Capture |

sO O O O R1EL 818 Glycine 1.5 Reqenefatmn:
0000

@OOOOC)
0O O
oooOO<>

OO O
OOOOOC>
0000 @)

Help <Back Nest > Close

RERSERESHENFR, FREEUENE. N/RE B BETE IR HBS-EP+ HITIELLER.
= Next f7, WHZEHRITRT, BYHERTERE, FEESFRBEDIET.

$TFF Biacore T200 Evaluation Software, mif %, HERGFNERXE. SEZM Plot AT Binding
to reference, MEBEEZNE 2T BT —HE/\TF binding level 3 K IW K {E AT 20%, B E binding
level BTN EHNMUBERSFERENREKT. ME, BEEHIT—L. iF: & Bindingto
reference &> AV RLE 2 F R E MK EE X TF binding level XS R IAR{ERT 20%, BIFHEIFER
MES. WHATEHARSETERRPEBFIKESIRS P20 ( £Z85: BR-1000-54 ) iREARET 1%,
& baseline PEAN SO E LM, AJERBERE.

s A a1 BRI Kinetics/Affinity, £ T fi1#= B /2 35 Surface bound. fE Kinetics/Affinity-Select
Curves REMAY Select evaluation mode 'FEL?:% Single mode, ( LERNZHETWER, HEHELE,
AJ 1% batch mode ) o EHHINBOPERESEN. ZEL 5 MELREFITUEG. BERER: W
RESRENMRERXTF 500 RU, ERKAY 5-6 MREDT, Qﬂiﬂ—m&r—ﬂﬂr—fﬁd\? 50 RU, i%&R
=Y 5-6 MREHTEIELT, NTFTREERE, BERIE5-6 MELRNKERITONT. FHRENRE,
AR RIREREPEIGRERRIXY S XIEET



A Kinetics / Affinity - Select Curves [Create] X

Select evaluation mode
@® Single mode O Batch mode
Curves
Curve: | Fe=21 ~  Llgand: A v | Sample: B v | Temperature: |25 ~
@fl ‘I Conc | Flow ‘ Contact Time | Diss. Time ~
Crcle# | (at1) (l/min) (s) s
v 0 30 120.1 3004
v 7 039 30 1200 3004
v 8 078 30 120.1 3004
v g 156 30 120.1 3003
v 10 3.125 30 120.1 3003
v 11 6.25 30 120.1 3003
[m] » 125 30 1200 3004
13 25 30 120.1 3003
14 50 0 1200 3004 v
N [——
R O Zoom lock
50
70 T -
T —
50 / /
30 /
" 1 T
10 4 t t t t t
-100 0 100 200 300 400
Time 3
[ Show concentration series  [7] Showblankis)  [] Show average blankis)
Help Muitiple Rmax Adust Injection Events... Back MNext > Cancel

miEA T Next, BRdif T Kinetics ( HERKEN "R ERT "B, & Affinity) , REZLERA
Fit #1TEURING, <&EHE T Finish 5T

ETAHIEEREER, Quality Control IRI =M R HEZIT R QNEIELT, WRSENT, 2R
BEES, MRSLNT, XRHEFEES, FENNIR. HBERI=ZM Report FEREFRNS
WEIE, SIEMAZHIEKa. kd, EMOHIE KD Fo LUKRLIRAA, shHFHIE: Ka=6664x10°
M’s", Kd=0.001003s", FEfH: KD=1504x10"" M,

BRIRMER L, SEG8TLIER copy graph (small, medium, large ) BFXEARZE, tBaTLA
LAH ST exportcurve, B txt X KEBITRHE=FREEE.

58 =T
Curve: Fc=2-1 Sample: B Temperature: 25 (C)

Fts: | 1. 1:1 Binding v
RU

Tools ¥

Response

-10 1 N 1 N 1 1 1 1
-100 0 100 200 300
Time s

EEEERER

(Gualty ControD) Report  Residuals Parameters

Kinetic constants are within instrument specfications.

o

Kinetic constants appear to be uniquely determined.

No significant bulk contibutions (RI) found.

e Check that sensorgrams have sufficient curvature.

° Examine the residual plot. Pay attention to systematic and non+andom deviations.

Qualty CortrolCRepon) Resduds  Paremeter

10

Curve ka (1/11s) | kd (1/s) | kD (1) | Rmax (RU) | Conc (M) | tc | Flow (ul/min) [ kt (Ru/ms) | RI(RY) | chiz (RU2) [ U-value |
Cycle: 7 039 a1 : ! ssoe0 3000,  9.815e+8 01237

Cycle: 8 0.78 nM 7.800E-10 | | 30.00 9.815E+8  0.01950

Cycle: 9 1.56 nM 1.560E-5 | 30.00 9.815E+8 0.9698

Cycle: 10 3.125 nM 3.1256-9 | 30.00 9.815E+8 1.797

Cycle: 11 6.25nM I 6.250E-9 | 30.00 9.815E+8 2449



X F Cytiva (FB#aM)

ERLBREGRZTWALTE, Cytiva BATRHSMESKRETHA
fEo Cytiva FIHEREBIT 33 {25%7T, HEEIK 40 2/ ERMAIE 7000 &
RT. (EAEBEBRIEIENE, Cytiva REEAEFREAARSEFSRIE
RREE . WRSEEH, MEEIHMBESYNERIIES, BREKERE,

sEL 4. 400-810-9118
BEHITIES: Cytiva
BEMIRSSS: CytivaChina

cytiva.com

Cytiva #1 Drop #%iR 2 Global Life Sciences IP Holdco LLC S, EL [t /B A A EMES#R.  Cytiva kR
FTERRMRSNEEFTETE Cytiva U HEEZHEBLADNHEHERRS R TNE

KBHEXLERRERGNEX. MFTHREHER, BREAETAMH Cytiva KF. MFEEEF M
LB AEREBREE, BIHI9 cytiva.com/contacto cy t l Va
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