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Biacore™ X100 X ZIE NN EShF &R IR(EIgR

# 3 Biacore™ X100 & MM ESIMAESRIFEN D Ko SEIHNZEHIE ke, keo ASLEFHPortein A
SR, BRREA, REBEADFY, KNEEHNFEMOShHE. BeERCMS5 + Human
Antibody Capture Kit ( £55: 29234600 ) /Mouse Antibody Capture Kit ( 585 : 29215281 ) #H{T
WK ERRIAE A, MR BIEARNEHTRN. ASETBANAA, 2FEH 150kD, HJEB
DFEN125kDo

—. B

EEFEI: LRBFARIZXER, FESTFHENIRAR. iEERHENULESE, B
FPARELFRFmRIERE. &4, BROAZRSMLRSH.

=. EREANMB. iXMES

1. ASLICFTABAINLEL: Biacore™ X100, & AEMAE, BiREX M B AVRIEIRBHITEE, ok
‘&ifBiacoreFmE R

2. Protein A TS E . Protein A E S 29127557 (—E %), 29127558 (Z=E%) . X
HCytivao

3. ZMi&R: 10 x HBS-EP+ ( 85 : BR-1006-69 ) , | &K Cytivao
4. BEAR Glycine 1.5 ( 585 : BR-1003-54) »
(BATARMANN ZHBIEES Lk 2/3/4 REREVNESR )

5. KBFK (022um BZIR, BHAKNERZRE, IXEBRIEEEER) o

6. T=15mEPE (%= BR-1002-87) , | &K Cytivao
7. JUIR A: SREE > 200 pg/mlo

8. MEB: BRKREREKXRT 1uM, HRMAIE 200 uL LA L, FE > 80%-



., SERTE
(—) INEEESE
1. FFHIRIE

1) ¥TFF Biacore™ X100 R & FIEE ANAYEERFF %o Biacore™ X100 R A XM FEASEM P o 4
RS EFRIER EVETRITESBSE, SVMBHESMER, Power BRI TFRERE,
Temperature I8RITEF = INIFIKZ, Sensor chip IBRITLFEKEINIFIRZE, Run i8R
TR FIBR IR

2) ¥JFF Biacore ™X100 #=H3K{4 ( Biacore™ X100 control software ) , EERIFES, WA
FPEMEBHESE OK. BITERGESBENMENRRELEE,

X4 Biacore X100 Login

Biacore X100 Control Software
Version: 2.0.1

User name:

admin

Password:

3) EZIZITE PR, 2EL 50mL 10 x HBS-EP+ buffer. 450mL XEF/K ( B4 0.22 uym [RidiE ) ,
BB 500 mL &R

4 iREFNE, BDAIER, TFEEFG.

2. BHRHME

1) 48 B LB HI 17 9 & R B FE Biacore™ X100 RAZMAIIEE Lo

2) BRREPREREB/AZEPRIMER, FiTLERIEF-

3) ¥ 500mL BIR R AR B TE Biacore™ X100 RAGMMITE £, FHir LEAMET-
3. BRIME

1) U EIE R L 2BE H A8, S TEK DI AW EEIE Tools ZE HH) Undock Chip
BIR, FTFSHRIT.

NDWRELETHETHIR, RETESTH T A Ki%ERE Tools B A Undock Chip i
IN, SeRt R EN#E S £ Dock Chip XIEIE, RAHMYERBIERAIERS R IETR SN Al
SREF, REIBSR. (E0REFREGH, LWZEZRT )



-
Biacore X100 u

This will undock the sensor chip

Help Undock Chip | Cancel ]

A ¥

3) MBFERWEIHT A, 1%E1F New Chipo 7E Chip Type B T 32 8 APk R X R A9 F s (Ut
LI A CM5 ) , £ Chip Id FIEAFG FEXAISLRESR, Chiplot No. FEIEEAG F#tS
(IEIE) « MRECELFERITWTS, 51%F Reuse Chip, F7E ChipId FRIEEDHINS5Z18
X R B F B B o

 Dock Chip = 23—

@ New chip () Reuse chip

New chip

Chip type: [Custom .

Chipid: 2112200956

| Chip lot no: (optional)

Help Dock Chip | | Cancel |

L

4) FHOR, BFN—EHRL. BBROCRELNEXEE, BATH, &REENTHERF, XF
T R#I], =5 Dock Chip FBRkG F &



5) i Dock Chip %8, SHREANBREFZEBENSH ( Standby ) HKEo

6) i%$F Tools—Prime #5<, g5 Start o BPRES LR S AU IE P L E A RN 2BRYT .
R, BANLREERN 6-7 0. 5RE, =i Close, ZZEBmMENFH ( Standby )
K& TR BEAFVNIEREDRE, VST Prime 2Fo. Prime BHE DN RES
BN RERES, I TFT—SHLIRMIIFES.

4, MEHEmEE

1) Biacore™ X100 RI%¥ @229 Reagent Rack , W T~ EFTRo

Reagent Rack



2) M T B @) i, &R Tool~Eject Rack, %#F Rack Locked 1ERITIER, BN RE

HRZEERE / BMASR

3) BEMRMERERAFRRE, FHRRESHERREEVGRY, RPFRRELLTIEH
UEFHE-

4) 2= Load Samples XFIEFHI OK , ThAEIEmMAEER -
(Z)EmER

1. B4R (46A) SRE: FEIMIK 1 x HBS-EP+ BHARIRE 0.5 pg/mL 8¢ 1 ug/mL, 400 pLo

2. DY (REB) JRE: AL DK 1 x HBS-EP+ B AEERZE 0, 0.39, 0.78, 1.56, 3.125,
6.25, 12.5, 25, 50, 100 nMo



(=) EmENEE

1. TEFJFFRY Biacore™ X100 Control Software BB, g5 Other Options , TE3¥HHIGEIN-KH ik
¥ Wizards , FTAMIRELIEIER. £ Open/New Wizard Template BYZE 38 B #x4= B = & Kinetics /
Affinity fEXEFT Fro

‘a-d:nin @ Biacore X100 C 'B

File View Tools Window Help

W F e
Create Assay Wordlow o ———————
|Q Kinetics/Affinity... | @Bindingmysis... ’( OtherOpﬁons! |P

Tools Window Help

File View

BT e

Create Assay Workflow Other Options
R —
[E KineticsiAffinity... l l@ Binding Analysis... ] (| g wizarss... ) Manual Run.
——— h
B} Open/New Wizard Templete — ——

{4 Suface Preparation Name Modified Created By
-4 Immobiization pH Scouting B
“[g] Immobilization

{4 Assay Development
[} Assay Conditions Capture

~-[ij] Assay Conditions Sample
[} Regeneration Scouting
e A

17 Concentration

[ Using calibration

[ Calibcation free (CFCA)

v dion.fpe
“ ﬂiﬁneﬁcs;“h‘ﬁnh’

- [f BiInaing alysis
[ Custom Assay Wizard

[ i

{ Help II B‘uwse|-]\\EE\:::'&TET:IEE; I New... I Open -] Cancel .




2. fE Kinetics/Affinity-Injection Sequence RE™, Chip type #%&#¥ Custom, Kinetics type iE#F
Multi-cycle, %4)i% Ligand captureo &5 Nexto

[Xe) Kinetics/Affinity - Injection Sequence - e
Detection Chip
Flowcell: (12 v |[7] Reference subtraction  (Chiptype: [Custom v | D
Kinetics type
) Single-cycle ul:i-c}fcle
Injections in analysis cycle
FowCelll | FlowCell2 |
Capture @igand capture "
Sample Sample :
: ! *
Regeneration Regeneration

Help Bk |pbieton) (maGlesen)




3. fE Kinetics / Affinity-System Preparation REE, Startup FAY Solution —#=HIEE HBS-EP+ , H&
RIFMIN. =i Next o

X Kinetics/Affinity - System Preparation

Prime

("] Prime before run

Conditioning
| | = . B
| |

Startup
| |

Bun startup cycles
[l

Solution: HBS-EP+4|

' | |
i Number of cycles: D |
! |

4. 7E Kinetics/Affinity-Injection Parameters &, fE Ligand capture —#=H Ligand 9 A,
Contact time 7 60s, £ Sample —f=H Contact time 9 120s, Flow rate 330 pl/min, Dissociation
time 9 300s, Regeneration 5 solution JJ Glycine 1.5, Contact time /93 0so s Nexto

| Kinetics/Affinity - Injection Parameters g
Capture
Ligand: A
Contacttime: 60  (s) Stabilization period:0  (s)
Sample

Contacttime: 120  (s) Dissociationtime: 300  (s)

First regeneration
Solution: Glycine 1.5

Contact time: 30 (s) Stabilization period: 0 (s) 1

[ <Back | Net> |[ Qose ]|

E 3

10



5. fE Kinetics/Affinity-Sample REH, EEDHTYIES: Sample id EEHRBFR, MW(Da) &
ENF=, —1 Concentration BREKE, 5 — Concentration AE/RIKE, HRIKERIK
ISEE (RERERERREE—MIY, S—HEZSBMTE) . IEERBEERE
MEBRE. BFESUT:

;
Kinetics/Affinity - Samples - . = |
Samples
1 B
2 B
& [
i 5 |8
5 5
z e
9 |B
| |

6. =i Next B Kinetics/Affinity-Rack Position R, FRIFFMIAUESBTEIRITIEHEE
EE. EEAHBEBRER, =FF Menu f5i% Automatic Positioning, pooling EIRi%E yes,
=i OKo

] Kinetics/Affinity - Rack Positions "o b & |
Position | VYolume Content Type SM‘V"',"{’;; cs::c‘?l:nl)
1058 Sample 0.78125
T s B
1958 Sample 3125
1058 Sample 625
s s e |
e o e = -l
105 8 Sample 50
e T s £+ -4
R ol m
11 285: HBS-EP+ Startup
12 465 A Capture i
a a1 e sioe —
e e ST e |
1]
<Back | Next> | [ Close I

11



7. mik Load Samples, B miR, BRRERERESHENFR, HiREEVENE. EAB
FE{T&E TR HBS-EP+ HITIELLR R IMAR IR, < Next[5, WHEHRITRE, BUHE
HITREF. = start, (NRESFIRBIIET.

(M) ERERDT

1) ¥TFF Biacore™ X100 Evaluation Software, = 7, HEMRENERH. SEHEM Plot F
89 Binding to reference, MBZMREEB T —H/NTF binding level XTI I EAY 20%,
B E binding level ST RHMNERSFERENREKRH. 12, BERIT—2. *:
% Binding to reference 1 201G R E B FEREKT B KT binding level FXd Iz Mg 528 AY
20%, AIFHEEREUHES. HNTSARSETEMRPEBEFRESRIES P20 (KRS
BR-1000-54 ) iREAR#BIL 1% o #& baseline PENHHINGRE LI, TERKBERE,

2) RE LB PREMER Kinetics/Affinity, £ FHii=2 = Surface boundo 7E Kinetics/Affini-

ty-Select Curves R, EE/EN. ELVSPEEREHTINEG. REREN: IRERSRE
Mo Bz fEKF 500 RU, ERIEAY 5-6 DIREDH, WRESKREMNENF 50RU, ERSH
5-6 MIREFTHEST, NTFREPRE, BEERLES-6 MELMNKRERTOT. FHRENKRE,

OEFRRERRPBLREFNNS XA,

«| Ligand: |A ~  Sample: B ~w |  Temperature: |25 ~
Conc Flow Contact Time |  Diss. Time A
(nt) (ul/min) (s) (s)
0 30 120.1 3004
039 30 120.0° 3004
0.75‘ 30 120.1 300.4
1.56 30 120.1 3003
3.125 30 120.1 300.3
L 6 S 10 3003
L fes 0 w00 S04
25 30 120.1 3003
50 30 120.0 300.4 v
RU
% [ Zoom lock
70 .
2 s0
[
d
]
= 10
-10 T T T T T T
-100 0 100 200 300 400
Time E
[ Show concentration sees  [] Show blank(s) [] Show average blank(s)
Help Muttiple Rmax Adjust Injection Events.. Next > Cancel

12




3) REATA Next, BREATA Kinetics ( HERER "RERT" B, iE Affinity ) , mEA
LA Fit BTEUENS, REEAT/A Finish THo

4 ETHHIRETREE, Quality Control MBI ZIREESR TR RENEIET; MREELT, BT
HIBEEIES,; MRRLLNT, TRYEFRES, FEMAELR. HIEERER Report FERE
KD ITEE, SBEMNZHEE k. ko, EMHFIEKLEF. AL AH, SIHZHIE: k=
6.664x10° M's™", ka=0.001003s", FEF/: Ko=1.504x10"" Mo

5) BERIFMER L, =HEARTLIEREE copy graph ( small, medium, large) ABFXE AKX, tB
AT LAAE = E export curve, S txt X AFEBITHBE=ZHFREIEE.

AJB [E=H EoR ==

Curve: Fc=2-1 Ligand: A Sample: B Temperature: 25 (C)

Fits: | 1. 1:1 Binding D
RU

Tools ¥

70

Response

-100 0 100 200 300 400

@WCUN@ Report Residuals Parameters

@\vne%ic constants are within instrument specifications.

@ %nezic constants appear to be uniquely detemined.

@j‘c significant bulk contributions (RI) found.

° Check that sensorgrams have sufficient curvature.

° Examine the residual plot. Pay attention to systematic and non+andom deviations.

Quality ieport siduals Parameters

Curve ka(1,rn;)| hl(lfs)| KD (M) { Rmax (RU) Cnnc(ll)| tc | Flow (ul/min) kt(uums)| m(nu)| chiz (RUZ) | I.Ivahle|
6.664E+6° 0.001003 1.504E- 10 7‘1.55; i 3. 159E4}E i 103

Cycle: 7 0.39 nM ] 3900620, 3000, 9.815E+8 0. 1237

Cycle: 8 0.78 nM 7.800E-10 3000 9.815E+8  0.01950

Cycle: 9 1.56 nM : : 1.560E-3 3000 9.815E+8  0.9698

Cycle: 10 3.125nM : 3.125E-9: 30.00 9.815E+8 1.797

Cycle: 11 6.25 nM 6.250E-9 30.00 9.815E+8 2.449

MAEIEE, BRITRERARRZ

51k 400-810-9118
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X F cytiva BiG M

Cytiva (B Fl ) RE2EREGREIZMFRISLITE, 2 Danaher (FNHFEHR )iE
THIZIEEAR. (EAEGERISIENE, Cytiva RIIEFERRELE
ZAENARAR . EMRAFALRENTES, EXTTEDESY. ABRSE
E 7 EZUAR LA mRNARK R —RFCIFRANHAR, BESRAZMH LN
EYMIZRIEHD. BE. EMREHE, IEREKREEFRKNETTEY
YT Eo

MRIBiF 8 cytiva.com.cndkENE Z{E 8,

Z%& 4 400-810-9118
MiTIRS: Cytiva
MRS S: CytivaChina

N

m m} il

cytiva.com.cn
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© 2023 Cytiva
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