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Biacore™ 8K & il Il SF &5 SIRIFIERE

—. EEHEA/Y

FIF3 Biacore™ 8K 1%l T B M S AL S RIFEF D EUE Koo RNLIFIA S K CM5 TR
BECARE, FUMEADTMRUFEMD.

- F

EEEI: XRANSFARIZXIEE, FESIFENIRAm. ZEREER Jurkat TARR
i, REMULKESE. WTHRSEANEFLTSERER. BN THBMAREE, B
FARESLRFmifE. RE. £, BNFRABEMLESH, LENTKEE Biacore =
mE %o

« ERERAME. HRES

1. ASLICFTFAIMEYL . Biacore™ 8K, HAEMNE, BIZBII NN EARIERBHTAZ,
a5 8BiacoreFF R E R o

2. SRYICME T H . SEF CME it H RS 29-1049-88 (—H% ) , BR-1005-30 (= H%)
29-1496-03 (+FH%* ) , |7 & Cytivao

3. SEEKANE (&S BR-1000-50) , | KA Cytivao
4, BEAEMR: 10mM BEERIM pH4.0 ( 255 : BR-1003-49 ) , | KA Cytivao

5. &ZHi%: 10xPBS (£5: BR-1006-72) , | & Cytiva, i£&E buffer FARBEEE P20.
Tween-20 s E 1 EIGFF o

6. EBEFK (022 mERIE, BAKNERZRT, IXFEBRIBERER) o
7. tTE 96 FL#R (85 : BR-1005-03) , | & Cytivao

8. 40 um HHZIE M

9. Jurkat fAf@: 1&5F Jurkat MIBEMIBIRE S TF E6 cell/mL, AFHI 10 mLo

10, MR BiRKRE 21 mg/mL, AR 250 pLo
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1. FFIIRAE

1) T FF Biacore™ 8K R FIEB IXAYEE R FF %o Biacore™ 8K IR A X T EASEMNE FTA. FF
NBERBEE, BIaEE.

2) ¥TFF Biacore™ 8K ¥4k 4, 5/ Database FHI # , BEE Connect, MARBFZHE
B (SBEMERNAFREMEB—%) , =& Connect, AR database EL&ERE, =&
close, BIEIBZERFRME, =i Selected extensions [FAY ¢ , B=di Connect, 4iETEHAY
extension module, =i close, BEIZERFRE, REBRAEB, milogin) , BITER
HEFSBMENRARELERE, EREFIRGERT

\

1 Q 2 @ 3 @

Biacore” 8K Control Software Biacore” 8K Control Software
! Sectinle !
o Comnoct  Claar Remove Cameal
o =
. . .
Biacore” 8K Control Software Biacore” 8K Control Software Biacore™ 8K Control Software
Vouomanarzsens
Avallable Licenses
P
Conmact  Claar Bemose .
’,

Biacore™ 8K Control Software B R R M

iacore™ 8K Control Software

instrument control  Activity history  Methods  Runs

Activity getia System setup Maintenance Method shortcuts
1: Satflow call temperature ﬁ Desorb vo New method
1‘ Set sample compartment temperat: /'j. Desorb and sanitize a Open method
Be(hang(-zhip System check
i Change solutions m Normalize

B wai B, shutdown

Biacore™ 8K Control Software £ R H



3) ERBITZITE MK, SHL 100 mL 10 x PBS buffer. 900 mL EBEF/K ( 242 0.22 ym BT )
BB 1000 mL &% &R

4)REFNE, BEAER, TFEEFE.
2. BPRAINE

1) B ELECHIFRIE R FE Biacore™ 8K RAAMAIRE £, FISIRIC buffer AIHIRE A &
ANEE P RAEER

B 2LEBFKEN2LEDRE, BHENEEANEE L, FBixiFEE water # reagent B9
HREBMAZAKIREES, AFELHEES. (Reagent ERATFLRFIAERRIR, TF
{55 F RS B\ 7K 3 )

3) B ERIEMETE Biacore™ 8K RE 75, BEREEZIERE L.
3. THRHME

nﬁ%ﬁﬁﬂﬁﬁﬁ%—ﬁumﬂeChangechip, Bt RZ 1o, 83
TTASERI .

2) MREANZRITH, &= New Chip o T Type BRI RIS R FIEEIS VAV L, £ 1d F
BN FEXLRER, Lot No. FHEAGHMS (%E) . MREELFERINTH,
IBI%1F Used Chip, BEEEERECHER.

& Biacore 8K Control Software

Biacore™ 8K Control Software

Instrument control  Activity history Methods Runs

Activity queue | Change chip

o -
Ue Change chip m Used chip

Type CM5 v

Id 2/17/2020 1:51:57 PM

o Add activity Lot number
m Open chip door

4) FHETH, BFN—EH L. BBERENGXAE, BERBRBREANRE, RESLEER
RERYRET T




5) = Dock Chip #&Z$H, THREANRRFRGENENFFN (Standby ) Ko

6) MEREIRMEREE—FIM B Changesoutions <, & Ready to starte & HREINKES
HRERPEENASORERR, BEPIREREN 6-7 0. ERE, RAEBHENFN (Stand-
by ) K&, EE: HERFREPRE, YRZE1T Change solutions F2F. Change solutions B}
ZEHRREMEBEIRIERR, AT —SHXTRMTES.

4. MEHGRE

) AEEHRGERAGTS @ M open B, HRHBIILADITH, KHERE
HTHEFEN G T, EH open 7l close WHABE

2) AN EFfrA~, BUAEGRE T 96/384 FLiRR, MREIFLIR (1—2) , FHRAFBECER 96/384 FLiR,
BiE (201) , AEBRAKSE, TERSREERMRACLEES, X101, KHER
EETHEREN 8™, RMPLIISK. (8, Bacore™ 8K B 2 REEREL, Biacore™

8K+ B 6 RIERE, TRPRNEMHERE, TRURIF)

=R S 0]k

(Z) Hm{EEX

1. EHiK: PBSo

2. Jurkat 4B BRI IE

1) BE7. EFFH Jurkat A, 400g B 5min, BIEX LS.

2) INA10 mL PBS, 84, 400g B/ 5 min, BlXEE; RE3R. MAEEH PBS, EFEL
e,

3) 40 ym IS, WIERENMAE (EFBL ) o
4) IO pH4.0 FOEEEREH, BIEEHAEHEREZRE N 4E4 cell/mL,
3. Jurkat {H (B EL

1) ¥TFF Biacore™ 8K Control Software, mifzFFHE A £ B New method, i Surface preparation,
1% #% immobilizationo M TEIREIFSE, BEKAIL (flow celll RIEIEL-2IE, flow cell 2 Bi&E
B -BECAAE-EF, MELERE. & RIBEX flow cell1 3% 2, REITBEAF A flow cell,
M5SR4 B FEAIXTRIEIR ) o {BEXATIE 1800s, HE 5 pl/min. i channel2-7 BIEN A
(MEEewERExE, WHRFE 1/8 SR, BIAIMKEN ) ; Channel 1 A Flow cell 2
ligand name B Jurkat (B EBKFFIRE) « EMESERMIER.

6



Instrument control  Activity history Methods Runs

Immobilization € BE=ESTURER+ R

Im mobilization 2. Positioning and plate layout © Sendtoqueue D B

Chiptype = CM5 - Sample compartment temperature 25 | °C Running buffer | Buffer

Flow cell temperature 25 | €

®

.

Immaobilize in

EDC+NHS @ wash @ Ethanolamine
Flowcall 1 Flow cell 1

Flaw call 2
Q ugand
Fc1and 2 in series Flow call 2

¢ 2, activate/deactivate in 1

Contacttime 1800 s

Flow rate 5 | plmin

W Channel 3 W channel 7 B Channel& .

= al W channel & W channel s B channel6

[ channel1
Act/Deact

W channel 2

Flow cell 1 ligand name

Flow cell 2 ligand name Jurkat

2) B R ERER LR 2. Positioning and plate layout BlfRr, RASWEFNETO, KBRS L
E B Bottles FHBARAINEEEHE, BRBRESEFIERNEER, EFEBARNER,
FHNANTRL Trays BY Plate ERIEEEMNE ( RAERARBATERAEREA ) o LTE G,
100 pl B9 EDC B Plate1 A1, 100 pl B9 NHS B Plate1 A2, 140 pul ZESBRHIA Plate1 A5, 200 pl
M E D 4E4 BY Jurkat 4HEE ( A3 pH4.0 BOBEERSNFETE ) B Plate1 A4, EAEE 7R Buffer BIX
15 F3 PBS %550 45 96 FLIRMEEXT R RAYIERE Plate (U B EH e, BXEHERE, &L

Instrument control  Activity history ~ Methods  Runs

© amn © v
immobilization ettt W &

# Bottles Sart pastions Amsngng @ Descenang Estimated untime 56 min
Buffer bott 200 ml Buffer
e 200ml Water Plate 1
Reagent t ®
Leftmost Volume A B c D E F
Trays [ ul Channel 1 Channel 2 Channel 3 Channel4  ChannelS  Channel 6
I Plate 1 ™ Plata 2 @ FPlate1as v 129 Ethanolamine Buffer Buffer Buffer Buffer Buffer
@ FhaelAl v 180  Jurkat Buffer Buffer Buffer Buffer Buffer
Tree | 96 well 250 pl | Twe | 96well 250pl -

@ Phtelas v Empty Mixposition  Mixposition Mixposition Mixposition  Mixposition  Mix position
Plate1A2 v 89 NHS Buffer Buffer Buffer Buffer Buffer
Plate1A1 8% EDC Buffer Buffer Buffer Buffer Buffer

O
s@0000000
+@0000000
:@0000000

3) AEALBFNNHREER, BHEXHREERNEET, (XRERSEDRFRX, B
BELUSER, TEBARLXY ). BatlEihed, RASEAPERRORE, AR
BETESREEMEER, MR tray F plate UBNZF—H. KRBT TS IEEL0d
EPLH A E O IR result XEEIRIRIEEIR. RAIEDBMSITBBIZR. (Method B result XHH
WEBEBRFEN, BFHFHFEIK)



Bl Biacore 3K Control Saftware

Preparations
© Add activity
Swaiteh
——— i = = = e [l P
Baon Zlruniar [t (v i X ... e e - Y g

4) BEERRE, WEBMERFAERBEKER, FIRLEEL 10000RU.
5) BEAERG, BIAHAT—FXLE, EFESFHFELFE,
(=) EmElldE

1) #£3T FFHY Biacore™ 8K Control Software mi5 £ R E A L5 HJ New method ( ¢ s Methods B,
B e +NEW ) , =i Antibody/general, %% Kinetics/affinity, BX &AM Single-cycle Kinetics
( B BT 1% Multi-cycle Kinetics/Affinity ) o

Instrument control  Activity history ~ Mathods  Runs

# Surface preparation Kinetic screen Single concentration injections for rapid e

® Assay development Single-cyche kinetics for protain samples.

~ @ Binding screen Multi-cycle kinetics/affinity Multi-cycle kinetics/affinity for protein sar

Single-cycle kinetics

Description  Single-cycle kinetics for protein
samples.

® Fragment Parallel kinetics for protein samples. Injec

& MW Kinetic analysis of protein samples dilutes

% Antibody / general Kinetics using capture Single-cycle kinetics for protein samples .

- ® Kine

 affinity Multi-cycle kinetics/affinity using capture  Multi-cycle kinetics/affinity for protein sar

~ ® Fragment Parallel kinetics using capture Farallel kinetics for protein samples, using
% Fragment affinity screen 2D Kinetics using captura Kinetic analysis of protein samples dilutec
- @ MW
® LMw kinetics f affinity
% LMW kinetics / affinity using Biotin CAP
® LMW kinetics [ affinity using Sensor Chip NTA

® LMW Kinetics / affinity using GST capture

~ @ Antbodul

2) 7£ 1. Method definition REE, #@BIBEIZEFE set to fixed 25°C, RERMIZEFEXSMATR
i, HtbAZ, THEHE Analysis EOF, DITEEEEEIAR 25°C, Contact time 3 120s,
Dissociation time 3 400s ( RIRIESCIRIE /RIS RI AR ATIE] ) , Flow rate 3 30 pl/mino Startup
FREIUE LS Analysis EO—H#NHF ( FERBEZRIANERE) o



Instrument control  Activityhistory ~ Methods  Runs

single-cycle kinatics €) [l = IR LI + V)
Method Builder 2.Variables and positioning | 3.Cycleoverview 4. Platelayout | & t (I

Dsscollertionrste | 10 v bz sampecmpaman::zm;erem.,Oauom 5

Startup (OB Analysis 66
.

vary with fiow cell temperature

Name | Analysis Repestuithin
Pupose  Analysis A
Flow cell 1
Flow cell 2
Froperty Variable Value Fiowpath @ bothflow cells predip
flowweell 1 Concentrationspereyde | 5w
flowecell 2

3) mEREEDEHRY 2. Variables and positioning, RASBEZIFFAIRE, 7 Use Channels, R
W1 (2-7 RBEAK, RRLRAER) , =& Startup, EBHAIFTOFR SE Add cycle,
BHEZM NO /R 5. =ik Analysis, FEBKHAIRIEA solution EEHREBR, F—NEK
Concentration 79 5 1 0nM, S MEWHEG Concentration NARA, KREHRKISES. &
BilT:

Instiu Methods  Runs.

EEREEEETY 0 oo © vew
Method Builder 2 et dutiton Swmonron | patevont | [ W
c -

well 2501
[ — L
Mo Solution Control  Cancentration 1inM)  Concentration 2 (nM]  Concentration 3 (M} Concentration 4 M) Concentration 5 (M) = @0000000

: 80000000
» lele] o

EEEAHERNBAREEZBEBIREHFHIE—R plate £, TUSTREEZENN & BEiF,
AIEE N AY pooling T4 FH R ARG B RIERNEIE — plate Eo

4) R 3. Cycle overview, GMIZEMERHSHEIRNIFIE, EFRE, RASERANUELSIRE.

5) &5 4. Plate layout, (RIERERRESHERHNEERBNIE. ab Biz{T48E /M& 1x PBS #
TIELER,

At
0 omr @ tew
Method Builder 1 2.

i Bottles trmasadentime 11 Bee

200mt Buffer

boite  200mi Water

Trays

Pate1

Type 56 well 250

- 000009000




6)mt LA MG REFEER, BHEXHREEANERS, (XERALEDRFEIHE,
BEERMREN, TEBERAEXY) . Bat DN, ZASBmREIHNR
H, WAREERSHESHEER, HBIR tray F plate UBEMER—H. AGBALETH
o EBHIE O HIRE result THFIMNIER. RAEXBNETER.

( Method % result X BHFERIFEN, BEFFHFEEK)

[ —— i

Giomn ZAro i e

(P9) LRERSHF
1) &= Biacore™ 8K Control Software X R E LAY Runs, FHEIERHE, WHITH. RE, &

% Run properties, 25 Open in evaluation software, FREHkE5Z! Biacore Insight Evaluation Softwareo
B3] FFEUE S Hr 8k 5 Biacore™ 8K Insight Evaluation ( 5t s 5 local database ffi{Rdatabase B2
=R, B4AiETHERY extension module, REBWAES, BEEHIEME ) , iEiFCreate new evaluation

(tNRZ2LABIDWTIFHIERE, 1%$F open existing method, EI#23TFFBIT] ) , =5 1. Select runs,
WEERXME, WHITFHFo

B Biacore 8K Control Software

Biacore™ 8K Control Software

Instrument control  Activity history  Methods Runs

L AxB O Open

kinetics ™"~ = BRAGRLLY -V ENEV R Run properties
e

Run name kinetics ~ ST

Biacore™ 8K Control BRI T FF & R 14




= Biacore Insight Evaluation Software

Biacore™ Insight Evaluation Software

Create new evaluation  Open existing evaluation

o Select runs from multiple folders ~ Show 20 ¥  items

Name Type Status Datemodified v Modifiedby Instrumenttype

Biacore™ 8K Insight Evalution #R{43T FF &5 B 4

2) 1%$% 2. Select evaluation method ( &M Control ZX {4 BkEE S, BHIZHNIZUE ) , = Predefined,
FBi%1E Kinetics/affinity 7 BY Antibody/general, EEH M5 #r B A 75X Single-cycle Kinetics
-evaluation method ( ESERF AR ) , WEHE, DHREEHHRTIE, BIHER.

Create new evaluation  Open existing evaluation

PRI 4 2. colcct ovaluation mathod P,
User defi .1

Selected runs in order

Name Description

@ Surface preparation Kinetic screen - Evaluation method Evaluation of an antigen binding kinetics to various ¢z
© Assay development Evaluation of single-cycle kinetics for proteinsamples P21 Root  Single-cycle kinetics
+ ® Bindingscreen Multi-cycle Kinetics - Evaluation method Evaluaton of mult-cycle Kinetcs for potein samples. ’
= Fragment Multi-cycle affinity - Evaluation method Evaluation of multi-cycle affinity for protein samples,
® w Parallel inetics - Evaluation method Evaluation of parallel Kinetics for protein samples, to«
® Antibody / general 2D kinetics - Evaluation method Evaluation of 2D kinetics for protein samples, to calcu
- & Kineties  affinity Single-cycle kinetics using capture - Evaluation method  Evaluation of single-cycle kinstics for protein samples
& Fragment Multi-cycle kinetics using capture - Evaluation method  Evaluation of multi-cycle kinetics for protein samples
5 w Muli-cycle affinity using capture - Evaluation method  Evaluation of muli-cycle afinity for protein samples t
CBERITEIEELD  panaliel kinetics using capture - Evaluation method Eualuation of parallel Kinetics for protein samplesbin  Selected evaluation method
% Concentration 2D kinetics using capture - Evaluation method Evaluation of 2D Kinetics for protein samples binding Single-cycle kinetics - Evaluation method
® PLA/ECS50

Description  Evaluation of single-cycle kinetics for protein
samples, to calculate kinetic rate constants.

‘Show mare columns m

3) =& A QC-Binding to reference, MEBEE NS EE /T Evaluation-kinetics & 2B 1 3T iz
ﬂl‘]F B9 20%. SN2, BEEMEIT—F. i£: % Binding to reference F 4> R AYNA K {E X F Evaluation
-kinetics ERXEI R XM IDAER 20%, BIFREIFEEREES. UNTEHBRERDEERIKE.

Create new evaluation  Open existing evaluation  Evaluation {gliSingle-cycle kinetics um—_—_——— TP][X]

QC-Sensorgram v @ QC-Baseline (- JIBELEIEIIEN SIS AN

v Settings Fy
> | > Data grouping: Channel (1)

> Injection assignment

> Axissattings =

> Adjustments: None

> Boundaries: None

Select sensorgrams

B«

> Curve analysis: None

> Colorby

o«
“*

4) =i Evaluation-kinetics, BEIIGEINERETHER, tINZFHIE: ka=478x10°M-1s7,
kd =2.38x10°s", FF/: KD =497x10" Mo ST Sample table, EFEAIKREH, GFER
IRIEHE Exclude local, MIRAFZTEZRNIRESR. EEREN: WRSRKREALMLE/NTF 500RU, &
BEERER; NMREREAWMEATF 10RU, EBREREH. (iF: BERIERMMT —MNRE
BH) o WRE, EEIHFSHEM Perform fit 15, BRI S EIE,

11



Createnew evaluation  Open existing evaluation  Evaluation Weamsingle-cycle kinetics N mm—_— [ ]

@ QC-Sensorgram Vv QC-Baseline v @ QC-Bindingtoreference v © Home @ variables

v Settings
Kinetics/Affinity mode

tings apply to selectad series

Affinity | Both

> Blank settings

> Fitmodels
- ¥

> Initial values

28 Thumbnails

B Resulttable

Sampletable  Parameters als  Blanks
On-offrate chart
inding 1:1binding

KD chart Series parameters Sensorgram parameters

e ka(1/Ms) 478er03 | [HERY cone (M) flpl/min) RI(RU)
(B rrdotats k(1)) 2.380-03 #5:Sensorgram Ch=2 Fc=2-1  3.125E-08 6.25E-08 1.256-07 2.5€-07 SE-07 1E-06 30 -0500-05-01 1%

5) BRAFHMER L, SEARTLIERE copy graph 3% copy small/ medium/ large image ) BT
NEEE, BITUAESE exportcurve, B txt XAEBEBTHE=AFHHER. xE, =%
B L7 Home 1%5H, RIBLMRFE, ZEREEFREGNERHEER ( £3F Excel, PPT, PDFIER ) o

Single-cycle kinetics

& Biacore Insight Evaluation Software -

Biacore™ Insight Evaluation Software

Createnewevaluation  Open

® C-Sensorgram v @ QC-Raseline | @ QC v @ .o_um;.

Settings and preparation New evaluation items After evaluation
Properties Variables Sensorgram Kinetics Export to spreadsheet

Curve markers Report points Export to presentation

Affinity

Export to PDF
G

Create evaluation method

B8

Concentration Kinetics and affinity

MBI, BIRITRERARARE
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